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XKenronepass kambana Limanda aspera sBIS€TCS OJHUM W3 MacCOBBIX
IIPOMBICIIOBBIX OOBEKTOB M3 4HciIa MalopoThix kamban (Paznees, 2005). Ona
IIMPOKO PacHpoCTpaHEHA Ha MAaTEPUKOBOM Iuenbde ceBepHOM wacthn Tuxo-
ro oKeaHa (B TOM 4HcIIe, MoBceMecTHO y OeperoB Kamuarku) u B UykoTckom
Mope. Benét npuaoHHbIi 00pa3 ®KU3HH, HACEI SISl TITyOHHBI OT TOBEPXHOCTH 10
600 M. B 1iesiom 310 IpuOPEKHBIH BUJ, COBEPIIAIONINH XOPOIIO BEIPAKEHHBIC
ce3zonnble murpanuu (Ganees, 1971).

Hay4Ho He perynnpyeMblii TpOMBICEN OTPHIIATEIIEHO CKa3bIBACTCS HA Pa3-
BUTUHU M BOCCTAHOBJICHWH IOIYJISIIIMM, TaK KaK MPOLECC OOHOBICHHUS IOMY-
JSUUA BCIIEACTBUE OOJBIION MPOAOIDKUTEIBHOCTH JKU3HH 0CO0eH, HU3KOI0
TEMIa POCTa M HE3HAYMTEIHHOTO IOIOJIHCHHS MPOMCXOIUT OYCHb MEIJICH-
Ho. PamyonanpHas SKCIulyaTanus 3amacoB BHJA ITOpa3yMEBacT HaJMYNE
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Hay4HBIX CBEICHHUI O €€ MONyJISIHOHHO-TEHETUUECKON CTpyKType. IlepBbie
pe3yabTaThl TEHETHYECKUX NCCIIEIOBAHUI OBUIH MOJydeHBI Oyarosaps OmeH-
ke ammo3uMHON m3MeHunBoctH (IlycroBoiit, FOcymos, 2011a,6, Grant et al.,
1983). B nanpHelmeM HadaTHl pabOTHI IO H3YYEHHIO TCHETHUSCKON M3MEHIH-
BocTH reHoB MutoxoHapransHoi JJHK (ITycTooiiT, FOcymos, 2012). Llens pa-
OOTBI OIIPEAETUTH TEHETHUECKY IO M3MEHUNBOCTD (h)parMeHTa r'eHa IUTOXpoMa
b mtIHK B momysmsiiuu sxenrtorepoit kambanbsl Tayiickoil Ty6sr OX0TCKOTO
MOpSL.

Matepuansl (MBIIIE) coopaHsl B wione 2012 T B mpHOPEKHBIX ydacTKaxX
oyxt barapeitnoit (21 mt.) u Becenoit (24 mT.), BOcTOuHOM yacTu m-Ba CTta-
punkoro. Beinenenne JJHK mposeneno mo crammapTHOit Metonuke (Ilycro-
BoiiT, FOcymos, 2012), cexkBennpopanue BbmorHeHO B OAO «CuHTOm» (Mo-
CKkBa). J{JI CTaTUCTHYECKOTO aHANM3a MCIoNb30oBaHa mporpamma MEGA 5.2
(Tamura et al., 2011).

OOmias nmWHA CEKBEHHMPOBAHOTO ydacTka reHa 8§30 map HYKICOTHIIOB.
B o06meit Be16opke u3 45 9k3. 00HapyKeHo 27 TalI0THIIOB, HAN0OJee YacThIH
ramotunr LA2 — 8 ocobeii, 3atem LA25 — 5 ocobeit, LA21 — 4 ocobu, octaib-
HBIe MeHee JacThie (Tab.). KomnuecTBeHHBIEC TTOKa3aTeI N3MEHIMBOCTH JIaH-
HOTO T€Ha CIEeIYIOIINE: YUCIO MOTUMOPPHBIX CalTOB (S) 31, X OTHOCHUTENH-
Has gactora p_ = 31/830 = 0.0373, mykneotnnnoe pasnoodpasue 1 = 0,0048.
Bennunna Tecta Tamkuma D = -1.4937, p > 0,05 ocTaBisieT B CHITY HYJIEBYIO
TUTOTE3y 0 HEWTPaIbHOCTH OOHAPYKECHHBIX 3aMEH HYKJIEOTHIOB.

Yacmomwr cannomunog (2an-n) eena yumoxpoma b mm/AHK sceamonepoii kamobanvl
u3 6. Becenou (BCJI) u 6. bamapeunoi (FTP) Tayiickou 2y6wi, Oxomckoe mope

ramn-1 BCJI BTP ramn-1 BCJI BTP ramn-m BCJI BTP
LAl 0 1 LAIL 0 1 LA21 3 1
LA2 2 6 LAI12 0 1 LA22 1 0
LA3 0 2 LAI13 1 0 LA23 1 0
LA4 3 0 LA14 2 0 LA24 0 1
LAS 0 1 LAI1S5 0 1 LA25 1 4
LA6 1 0 LAl6 1 0 LA26 1 0
LA7 1 0 LA17 0 1 LA27 1 0
LAS 1 0 LAI18 0 1 CYMM. 24 21
LA9 1 0 LA19 0 1

LAI10 1 0 LA20 1 0

B Br16opke kambais! n3 Oyx. Becemnoit oOHapykeHo 18 ramioTHIos, B BEI-
6opxke n3 Oyx.barapeitnoii — 12 (tabum.). Pa3imdaroTcs a1 Mo 9acToTam rario-
THIIOB BEIOOPKH PHIO M3 HCCIEOBAHHBIX JIOKaTbHOCTEH? HemapameTpruaeckuit
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tect KomMoropoBa-CmuproBa (3afitieB, 1984) mokazam oTCyTCTBHE IOCTO-
BEPHBIX PA3INYUIl MEXy CPaBHHBAEMBIMH BBIOOPKaMM, TIOCKOJIBKY €TO Be-
nuuuHa K = 0.677 He mO3BONSAET OTBEPTHYTH HyJeByIo rumortesy (p > 0.05).
JlaHHBII BBIBOJ BIOJIHE OOBSICHUM, ITOCKOJIBKY MCCIEIOBaHHBIE BHIOOPKH I10-
JTy9eHBI U3 OyXT, pacIoIOKEHHBIX PSIZIOM Ha BOCTOYHOM rmodepeskne n-Ba Cra-
punxkoro. [To-BuanMoMy, CyIeCTBEHHBIX TEHETHUECKUX OTIINIHI MEXIy HC-
CJIeIOBaHHBIMH BRIOOpPKaMHU HeT. BMecTe ¢ Tem, oOpamaeT Ha cebss BHUMaHUE,
9TO TONBKO 3 ramiortuma u3 27 o0HapyKeHbI y ocobelt kak n3 Oyx. baTtapeii-
HOMW, Tak u u3 OyX. Becenmol, ocTanpHBIC TTOKa OTMEUEHBI TOJIBKO y KaMOal
b0 W3 TepBoi, MO0 M3 BTOPoil BEIOOpOoK. HeoOxomnMel manmpHeimme wuc-
CIIEZIOBAHMSI JIJIs1 yTOUHCHUSI BETMIMHBI TeHETHUECKOH nnuddepeHnannm oT-
JIENBHBIX TPYTII KEITONEePOH KaMOaIIbl, HaryTHBAIOIIEHCs B pa3HBIX yUacTKax
Tayiickoit ryOb1. OTnipeneeHHbIil HAMHA YPOBEHb N3MEHUYHBOCTH TeHA IIUTOX-
poma b MTJHK mO3BONSAET CUMTATH €r0 MPUTOTHBIM [JIs TOMYJISIIHOHHO-
TeHETHYECKHX HCCIICIOBAHNH.
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